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Tyrosine aminotransferase, 
mRNA, 8-bromo-cyclic AMP treatment, induction 3711 
Tyrosine kinases, 
EGF receptor mutants, Michaelis— Menten kinetics 3053 
epidermal growth factor receptor, ATP-binding site point mutation, 
effect on signal transduction 707 
p185"“ protein tyrosine phosphorylation, epidermal growth factor 
stimulation 995 
src kinase, p36—p11 binding, amphiphatic helix 2435 
src-like, p59", characterization, in normal and transformed 
cells 3837 
src-like, pp59°4", complex formation with polyoma virus middle-T 
antigen 3845 
trk-2" chimaeric oncogene, activation, tumorigenicity 
assay 147 


Ubiquitin, 

localization, hepatoma cells, immunoelectron microscopy 2961 
Vaccinia, 

late genes, in vitro transcription, 5’ poly(A) head, cap analogue, 


slippage model 1183 
novel intermediate genes, in vitro transcription, depression, cascade 
model 3487 
Vasopressin, 
stimulation-cytosolic Ca?* increase—inositol phosphate formation, 
temporal relationship 2741 
Villin, 
expression in mouse embryo visceral endoderm and gut anlage, 
tumour marker 3321 
Vinculin, 
metavinculin, difference peptide, sequencing, pig 2329 
Viral proteins, 
tomato golden mosaic virus, genetic analysis, role of coat 
protein 899 
Virus entry, 
bacteriophage ¢-6—Pseudomonas syringae 1821 


4418 


X chromosome, 
Drosophila, terminal DNA loss, relative stability/analysis of yellow 
gene regulatory region 1081 
human, DNA cloning, CCG1 gene, complements temperature 
sensitive BHK mutants 1683 
human, inactivation, G6PD gene expression, methylation 401 
Xenopus, . 
embryos, Xiifbox 1 proteins, differential expression, 
immunolocalization 3199 
homeotic gene X/Hbox!, differential transcription, 
promoters/proteins, DNA binding specificity 2139 
IgM genes, organization, rearrangement, evolution 2409 
oocyte microinjection, human oestrogen receptor — oestrogen 
responsive element, protein—DNA complexes 1653 
oocytes, endoplasmic reticulum, retention of glucose-regulated 
protein GRP78 633 
small nuclear ribonucleoproteins, U1 70K, 4311 
transcription, 5S RNA, differential regulation, role of TFIIIC 1071 
vitellogenin A2 gene, hepatocyte specific activator 2495 
Xenopus laevis, 
lamin Ly;, cloning/developmental expression 3189 
oocytes, finger motif proteins, transcription in embryos 1735 
protein N1, histone binding/nuclear localization, mutational 
analysis 1605 


Yeast, 
ATPase, proton pump, mutational analysis of functional 
domains 1793 
HMR E silencer binding proteins, role in replication segregation 
and transcription 2241 
lysosome, proteinase yscB, biosynthesis and processing 1705 
MATa1, pheromone receptor transcription factor, binding to cell 
type-specific genes 4255 
mitochondria, protein import, MAS gene product matrix processing 
protease, purification 3857 
novel 125-kd glycoprotein, phospholipid anchor, endoplasmic 
reticulum 2233 
RAD 3 protein, Lys-48 mutation, ATP binding, ATPase, DNA 
helicase activity 3263 
ribosomes, translation initiation, regulation by GCN2 
protein kinase 3547 
S.cerevisiae histone H4 depletion, effect on cell cycle and 
transcription 2211 
S.cerevisiae mitochondrial processing proteins, cooperation, 
structural similarities 3493 
S.cerevisiae ras\~ temperature-sensitive RAS-2 mutants, 
characterization 3375 
S.cerevisiae, histone H4 depletion, PhoS gene, chromatin structure 
and activity 2221 
S.cerevisiae, mitochondrial RNA polymerase, characterization, 
promoter recognition mechanism, transcription initiation 3255 
S.cerevisiae, nuclear division, nucleoskeletal-like protein 
NSP1 4323 
S.cerevisiae, protein translocation, temperature sensitive mutant, 
ptll 4347 
S.cerevisiae, RAD 10 
gene complements excision repair defective CHO cells 3245 
S.cerevisiae, WHII gene, cell cycle 4335 
S. sphaeroides gyrB gene 2255 
Schizosaccharomyces pombe, 7SL-like ribonucleoprotein 231 
Schizosaccharomyces pombe, autonomously replicating sequences, 
sequence analysis, deletion mapping 2203 
sec53 mutant, in vitro analysis 2229 
spliceosome, partial purification, electron microscopy 3829 


Zea mays, 
photosynthesis gene expression, C4—C3 patterns, light 
regulation/spatial regulation 3643 
transposable elements, Enhancer, En 1102 protein, 2953 
transposable elements, Ac, characterization, deletion mutants, 
transgenic tobacco 3653 
transposable element En-1, 7npA gene product, DNA binding 4045 
Zinc fingers, 
glucocorticoid receptor DNA binding region, mutational analysis, 
cysteines, role 2503 
Krox-20 gene, transcription factor, activation, Gg—G, transition 29 





